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Goal:
◦ Accurately compare analyte cutoff values 

Problem:
◦ Differences in testing methodologies
 Derivatized vs. non-derivatized
 Extraction techniques
 Instrumentation
 Internal Standards
 Calibration Techniques
 Standard Calibration Materials



Goal
◦ Accurately compare analyte cutoff values 
◦ Accurately compare analyte concentrations for positive cases

Problem
◦ Differences in testing methodologies

 Derivatized vs. non-derivatized
 Extraction technique
 Instrumentation
 Internal Standards
 Calibration Techniques
 Standard Calibration Materials

Solution
◦ Normalization using method comparison 

experiment 
• Laboratories test the NSQAP QC Materials
• Linear regression equations generated
• Normalized cutoffs calculated



332 Normal Patient samples

11 PT Samples

High and Low Kit Controls

True Positive samples
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NeoGram Met Cutoff (74)
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NSQAP Set #2, 2014 QC Materials 
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Collaborative 
Methods:
◦ Derivatized
◦ Non-Derivatized
◦ Laboratory Developed Test
◦ Kit Method

Analytes:
◦ Arginine (Arg)
◦ Citrulline (Cit)
◦ Phenylalanine (Phe)
◦ Succinylacetone (SUAC)
◦ Free carnitine (C0)
◦ Octanoylcarnitine (C8)
◦ Malonylcarnitine (C3DC)
◦ Glutarylcarnitine (C5DC)
◦ Myristoylcarnitine (C14)
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Conclusions:
Normalization Technique Using CDC NSQAP QC 
Materials + Method Comparison

• Provides normalized cutoff values

• Allows accurate comparison of cutoffs regardless 
of testing methodology.

• Provides a foundation for comparison and 
discussion.
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